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4 <110> APPLICANT: Conklin, Darrell C. 

5 Gao, Zeren 

•7 <120> TITLE OF INVENTION: MULTI -DOMAIN PROTEINASE INHIBITOR 

9 <130> FILE REFERENCE: 00-25 
C--> 11 <140> CURRENT APPLICATION NUMBER: US/09/819 f 13 6 
C--> 11 <141> CURRENT FILING DATE: 2001-03-27 

11 <150> PRIOR APPLICATION NUMBER: US 60/193,642 

12 <151> PRIOR FILING DATE: 2000-03-31 
JL4 <160> NUMBER OF SEQ ID NOS : 13 

~16 <170> SOFTWARE: FastSEQ for Windows Version 3.0 
18 <210> SEQ ID NO: 1 



19 <211> LENGTH: 2082 

20 <212> TYPE: DNA 

21 <213> ORGANISM: Homo sapiens 

23 <220> FKATURE : 

24 <221> NAME/ KEY : CDS 

25 <222> LOCATION: ( 376 )...( 2022 ) 
27. <400> SEQUENCE: 1 

28 * qtgaccctca tggccaqtgg ctctgtgctc atgqgcctct ggcccctccc caacctcctc 60 

29 ccfitct'.guoc tgtgehgaoa agggcctggg agcocccgea oggr.teagao agaggggoc:H 120 

30 ggcLgaagct ggagaggaac cagcgtcaca cagacggcct ctgagaactt ggagaccccg 180 

31 ttacccaccc agcaggggtg tcaggacaag catctgctgc aggcttcagc ctcaggggca 240 

32 aaagggagcc ccggggtcct ggtgggggca ccgaccacag gcccggaggg tggatgcctg 300 

33 caggaagctg ggctctgtgg agcccgagga ggggctggtg gccacacccc ccggccccct 360 

34 ggctcggcgg ccctc atg ccc gcc eta cgt cca etc ctg ccg etc ttg etc 411 
3 5 Met Pro Ala Leu Arg Pro Leu Leu Pro Leu Leu Leu 

3 6 1 5 10 

38 etc etc egg ctg acc teg ggg get ggc ttg ctg cca ggg ctg ggg age 459 

39 Leu Leu Arg Leu Thr Ser Gly Ala Gly Leu Leu Pro Gly Leu Gly Ser 

40 15 20 25 

44 cacr:cg.ggc gtg tgc ccc aac cag etc age ccc aac ctg tgg gtg gac 507 

45 His Pro Gly Val Cys Pro Asn Gin Leu Ser Pro Asn Leu Trp Val Asp 

46 30 35 40 

48 gcc cag age acc tgt gag cgc gag tgt age agg gac cag gac tgt gcg 555 

49 Ala Gin Ser Thr Cys Glu Arg Glu Cys Ser Arg Asp Gin Asp Cys Ala 

50 45 50 55 60 

52 get get gag aag tgc tgc ate aac gtg tgt gga ctg cac age tgc gtg 603 

53 Ala Ala Glu Lys Cys Cys lie Asu Val Cys Gly Leu His Ser Cys Val 

54 * 65 70 75 

56 gca gca cgc ttc ccc ggc age cca get qcg ccg acg aca gcg gcc tec 651 

57 Ala Ala Arg Phe Pro Gly Ser Pro Ala Ala Pro Thr Thr Ala Ala Ser 

58 80 85 90 

60 tgc gag ggc ttt gtg tgc cca cag cag ggc teg gac tgc gac ate tgg 699 

61 Cys Glu Gly Phe Val Cys Pro Gin Gin Gly Ser Asp Cys Asp lie Trp 

62 95 . 100 105 

64 gac ggg cag ccc gtg tgc cgc tgc cgc gac cgc tgt gag aag gag ccc 747 

65 Asp Gly Gin Pro Val Cys Arg Cys Arg Asp Arg Cys Glu Lys Glu Pro 
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Val 
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Asp 
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Gly 


Ser 


Tyr 


Val 


Arg 


Ala 


Ala 


Ser 


Glu 


Lys 


Arg 


Val 


251 
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He 
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Glu 
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Glu 


Lys 


Gin 


Ala 


Cys 
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540 
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Phe 


Gin 
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255 545 

257 <210> SEQ ID NO: 3 

258 <211> LENGTH: 55 

259 <212> TYPE: PRT 

260 <213> ORGANISM: Homo .sapiens 

262 <400> SEQUENCE: 3 

263 Thr Asp He Cys Lys Leu Pro Lys Asp Glu Gly Thr Cys Arg Asp Phe 

264 1 5 10 15 

265 He Leu Lys Trp Tyr Tyr Asp Pro Asn Thr Lys Ser Cys Ala Arg Phe 

266 .20 25 30 

267 Trp Tyr Gly Gly Cys Gly Gly Asn Glu Asn Lys Phe Gly Ser Gin Lys 

268 35 40 45 

269 Glu -Cys Glu Lys Val' Cys Ala 

270 50 55 
272 <210> SEQ ID NO: 4 

27 3 <211> LENGTH: 6 

274 <212> TYPE: PRT 

27 5 <213> ORGANISM: Artificial Sequence 

277 <220> FEATURE: 

27 8 <223> OTHER INFORMATION: Glu-Glu tag 

280 <400> SEQUENCE: 4 

281 Glu Tyr Met Pro Met Glu 

282 1 5 

284 <210> SEQ ID NO: 5 

285 <211> LENGTH: 55 

286 <212> TYPE: PRT 

287 <213> ORGANISM: Artificial Sequence 

289 <220> FEATURE: ■ - 

290 <223> OTHER INFORMATION: peptide motif 

292 <221> NAME/KEY: VARIANT 

293 <222> LOCATION: (2)... (7) 

294 <223> OTHER INFORMATION: Xaa = any amino acid 

296 <221> NAME/KEY: VARIANT 

297 <222> LOCATION: (8)... (9) 

298 <223> OTHER INFORMATION: Xaa - any amino acid or is not present 

300 <221> NAME/KEY: VARIANT 

301 <222> LOCATION: (11)... (25) 

302 <223> OTHER INFORMATION: Xaa = any amino acid 
304 <221> NAME/KEY: VARIANT 

^ _ ._ 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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